Additional file 1

Additional file 1 contains a supplementary table.

Table Sll SNPs corresponding to 8 super-variants. Statistics are based on complete dataset.

Super- Minor Major

variant Chr SNP name position allele allele MAF OR p-value

chr2_197 2 rs36142300 196091314 C A 0.209 1.443 3.5x103
rs78698341 196096984 A G 0.163 1.367 2.4x107?
rs182681727 196112842 T C 0.007 6.003 2.7x103
rs4346407 196285029 C A 0.345 1.13 2.7x10"
rs6434778 196289012 C T 0.112 1.7 7.2x10*
rs7584942 196294552 A T 0.176 1.397 1.3x107?
rs11677741 196295675 A G 0.176 1.397 1.3x107
rs13402652 196299017 A T 0.176 1.388 1.5x107?
rs12614118 196304657 T C 0.177 1.395 1.4x107
rs10931697 196305450 A G 0.110 1.728 5.2x10*
rs11674207 196305753 G A 0.181 1.375 1.6x107
rs10931698 196309354 C T 0.177 1.392 1.4x10?
rs1542865 196309536 C A 0.177 1.392 1.4x107
rs16841170 196315854 T C 0.068 1.925 7.8x10*
rs73058388 196316312 T C 0.068 1.925 7.8x10*
rs73058392 196320779 C T 0.068 1.974 4.7x10*
rs73058393 196322414 A G 0.068 1.974 4.7x10*
2:196329036_CT_C 196329036 C CcT 0.068 1.963 5.2x10*
rs1500604 196330222 G A 0.068 1.965 5.1x10*
rs111490104 196353285 G A 0.069 1.952 5.6x10*
rs61554989 196356096 G C 0.069 1.945 6.0x10*
rs6705003 196364147 T C 0.069 1.945 6.0x10*
rs73060484 196364477 C A 0.069 1.945 6.0x10*
rs56665249 196368539 CA C 0.069 1.947 5.8x10*
rs74446597 196368733 A G 0.069 1.898 9.2x10*
rs115471676 196369018 C G 0.032 1.893 2.5x107?
rs77578623 196369073 T C 0.070 1.939 6.2x10*
rs11885086 196372106 A G 0.037 1.791 2.8x107
rs78856931 196375644 A G 0.032 1.964 1.6x107
rs142172903 196379223 G A 0.032 1.964 1.6x1072
rs74417002 196384505 G A 0.034 1.832 3.0x107
rs76910237 196386746 C T 0.032 1.964 1.6x107
rs115352051 196398982 T C 0.032 1.964 1.6x107?
rs75314384 196400086 G C 0.032 1.964 1.6x102
rs73070529 196412097 A C 0.048 2.249 3.6x10*



rs144301033 196414150 G A 0.032 1.964 1.6x107
rs57201664 196418185 C G 0.048 2.24 3.9x10*
rs112443640 196421676 T C 0.048 2.24 3.9x10*
rs11896399 196425065 T C 0.032 1.964 1.6x107
rs11901900 196425141 C T 0.032 1.964 1.6x107
rs113892140 196439005 A G 0.044 2.031 2.8x103
rs4578880 196481450 T C 0.162 1.196 1.9x10?
rs200008298 196602155 AATACT A 0.032 1.8 3.1x1072
rs183712207 196611282 A G 0.007 4.783 7.7x103
rs191631470 196859045 T C 0.007 3.335 3.9x102
rs2176724 196952410 A G 0.138 1.484 6.1x103

TGTAT

2:196973376_TGTATTCA TCAAT
ATGA_T 196973376 T GA 0.007 6.029 2.3x103
rs147853699 196995030 C T 0.011 3.432 9.3x10°3
chr2_221 2 rs71040457 220294782 A AG 0.355 1.331 7.7x103
rs6711514 220828453 T C 0.240 1.144 2.7x101
rs34011564 220831743 G A 0.240 1.152 2.4x10?
chr6_148 6 rs117928001 147514999 T C 0.049 2.749 1.1x10°%
rs139385073 147517772 C G 0.046 2.541 6.9x10°
rs58638359 147518533 T C 0.046 2.541 6.9x10°
rs117813413 147519826 A T 0.046 2.541 6.9x10°
rs112697374 147520440 G A 0.046 2.541 6.9x10°
rs142112285 147520457 T G 0.046 2.541 6.9x10°

GGAAA

CTGGC

TTAAA

6:147522645_GGAAACT TTGGT

GGCTTAAATTGGTGACTC GACTC
TIT_G 147522645 G TTT 0.041 2.468 3.5x10*
rs73788817 147528571 A G 0.046 2.546 6.6x10°
rs117406405 147531562 G A 0.046 2.541 6.9x10°
rs117668778 147532499 G C 0.046 2.541 6.9x10°
6:147535998_TA_T 147535998 T TA 0.046 2.556 6.1x10°
rs138108867 147536977 G A 0.046 2.541 6.9x10°
rs117155560 147537958 C T 0.046 2.541 6.9x10°
rs117620146 147538342 G T 0.046 2.541 6.9x10°
rs116898161 147538692 G A 0.046 2.541 6.9x10°
rs73788833 147541537 G A 0.046 2.546 6.6x10°
rs118022104 147545290 A G 0.046 2.546 6.6x10°
rs117739744 147546408 G A 0.046 2.493 1.0x10*
rs148906599 147548941 G T 0.045 2.433 1.7x10*



rs79659451
rs117793403
rs17076671
rs118150890
rs144888374
rs149045958
rs9485155
6:147558529_GT_G
rs79237089
rs73788845
rs568341244
rs201745177
rs118031434
rs117826399
rs9497729
rs76364924
rs117483088
rs116841115
rs6921496
rs140618972
rs80096466
rs118119191
rs138150136
rs10499247
rs79378281
rs141169020
rs140169249
rs118000456
rs7743335
6:147592734_TG_T
rs77337125
rs117920436
rs79747617
rs117486328
rs117810535
rs9485159
rs75775640
rs77912184
rs77553581
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147579860
147579864
147580873
147584626
147592734
147599572
147599903
147600143
147603091
147603700
147605198
147605320
147606160
147609026
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rs61120449
rs9497740
rs117405836
rs78796227
6:147613781_GA_G
rs117170230
6:147615018 TGAA_T
rs79107005
rs118152767
rs117009437
rs74966121
rs117942101
rs17076689
rs77234195
rs78617110
rs117453595
rs117583396
6:147639198 TA T
6:147639804_CAG_C
rs117535110
rs147458086
rs9497747
rs117235513
rs117463826
rs78684105
rs79211513
rs117704602
rs141785076
rs117136022
6:147657277_GT_G
rs180680681
rs184939971
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rs117824912
rs117481329
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rs41285881
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rs58371914 147702098 G A 0.044 2411 2.2x10*
6:147711840_TGA_T 147711840 T TGA 0.044 2.403 2.4x10*
rs117551998 147713497 G A 0.044 2.331 4.2x10*
rs445693 147813931 C T 0.018 2.226 2.3x107
chr7_23 7 rs1636305 22013049 T C 0.495 1.213 6.5x1072
rs1637073 22013051 C T 0.495 1.213 6.5x102
rs7806543 22013935 A C 0.483 1.2 8.5x107
rs13227460 22588381 T C 0.278 13 2.6x1072
rs55986907 22817292 T C 0.286 1.601 3.5x10°
chr8_99 8 rs7817272 98140470 C T 0.194 1.736 1.7x10°
rs4735444 98140991 T C 0.201 1.784 5.8x10°®
rs1431889 98141643 C G 0.193 1.704 3.5x10°
rs2874140 98142930 T A 0.194 1.694 4.0x10°
rs531453964 98143128 CA C 0.185 1.849 3.2x10°
rs7007951 98146644 T C 0.184 1.711 4.4x10°
rs920576 98147539 C T 0.201 1.615 1.6x10*
chr10_57 10 rs9804313 56493670 C G 0.352 1.366 3.5x103
rs34974391 56494492 T G 0.272 1.377 5.5x1073
rs9804218 56495374 G C 0.357 1.373 3.3x103
rs12777065 56495641 T G 0.270 1.373 6.2x103
rs4545447 56506954 G A 0.272 1.33 1.2x107
rs2384529 56507333 G A 0.272 1.331 1.2x107
rs201125676 56508905 A AAT 0.271 1.304 2.0x102
rs34638574 56511621 C T 0.272 1.315 1.6x102
10:56525802_CT_C 56525802 C CcT 0.198 1.343 2.0x107
rs117422725 56886629 T G 0.016 1.818 9.9x107
rs10825470 56897213 T A 0.234 1.288 4.2x102
chrl6_4 16 rs2301762 3550977 G C 0.055 2.541 2.0x10°
chrl7_26 17 rs60811869 25590833 C T 0.024 2.966 6.5x10*
rs60849750 25672526 A C 0.020 2.83 2.8x103
rs117217714 25987181 C T 0.013 6.255 3.3x10°




